Dissecting the shared genetic architecture between testosterone traits and
attention-deficit/hyperactivity disorder

Lu et al (2026)

Fig. S1. Sex-stratified genome-wide genetic overlap between ADHD and TT.
Fig. S2. Sex-stratified genome-wide genetic overlap between ADHD and BT.
Fig. S3. Sex-stratified genome-wide genetic overlap between ADHD and SHBG.

Fig. S4. Venn diagram showing the overlap for the cross-trait results.



Fig. S1. Sex-stratified genome-wide genetic overlap between ADHD and TT

A
0.4 0.1 18
(0.0) (0.0) (0.0)
| =007 ]
TT & ADHD (F)
D
0.2 0.5 6.1
(0.0§0.0) (0.0)
| =005 ]
TT & ADHD (M)

B TT | ADHD (F)
J in
7 'lll' ,/’
— L e
t 61 H';l /,
s i ‘
25 i <
o ll; ,’/
2 4 It s
T 1 7
kel i P
@ 3 ,
5
@27 '+’ —— AlISNPs
o e Paorp = 0.1
1A Papnp = 0.01
0 —_— PADHD = {.001
6 1 2 3 4 5 6 7
Expected -logio(prr)
E TT | ADHD (M)
71 : e
] //
— i
|- 6 0} -~
S | o
2 5+ l' e
o o A
S 44 i e
1 I/ ’l
kel ’
g 3 x
@ s~
@ 21 ,,’ —— AIISNPs
o G Papnp=0.1
11 4 = Papnp =0.01
o —_— PADHD =0.001
o 1 2 3 4 5 6 7

Expected -logio{pr7)

C ADHD | TT (F)

7 A ’I[,I, e
_ JI'/, -~
JQ:G' ’II’ e
% ,I ’l ,/
25 47
S s
S 4 @,

_? 4 /I:/'
i /4
EE 4
]
o —— All SNPs
2 Prr=0.1
O 11 — Pr=0.01
o — Pr=0.001
¢c 1 2 3 4 5 6 7
Expected -log10(Papnp)
F ADHD | TT (M)
i T T T

7 I,’/ e
3 o 74 <
E 6 I[I 7 /’
< i/ A
S5 s
[=] ! /,

— / ¢4
o) 44 Z, ,l
S &,
3 P
22 4
|
) v —— All SNPs
A Prr=0.1
O 11 — Prr=0.01
—— Pr=0.001
0 T T T T T T T
o 1 2 3 4 5 & 7

Expected -log1o(PapHo)



Fig. S2. Sex-stratified genome-wide genetic overlap between ADHD and BT
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Fig. S3. Sex-stratified genome-wide genetic overlap between ADHD and SHBG
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Fig. S4. Venn diagram to show the overlap for the cross-trait results.
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